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2. Arabidopsis and oomycete pathogens 2. Arabidopsis and oomycete pathogens

3. Lotus and nitrogen-fixing bacteria
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Main Questions:

. Evolution of recognition specificity (on-going Approach:

molecular dialog between plants and 1. Everything starts in thé -flel'd‘
microbes) : »
observations and collections

origin and maintenance of individual
components, as well as pathways

functional consequences of protein variation

. Ecological and evolutionary dynamics
population dynamics of hosts and microbes
natural selection (form and strength)

interplay of ecology and evolution




Approach:
1. Everything starts in the field

- observations and collections

2. Phenotypic variation assessed using cross-inoculations
(greenhouse / growth chamber)
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Association studies: genetic variation at candidate genes

follow-up experiments of individual genetic variants (alleles)
using transformation into known genetic backgrounds

Phylogenetic and population genetic analyses: reconstruction
of ancestral states, gene family evolution, coalescent
simulations and tests of neutrality

Capturing natural selection on different times scales

S. peruvianum S. chilense in €
in Canta, Peru Moquegua, Peru
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